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CHROMOSOME 11Q21 -> TER GENE EXPRESSION IN DIFFUSE
LARGE B CELL LYMPHOMAS (DLBCL)
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Introduction: Chromosome 11q22-23 is frequently deleted especially
in chronic lymphocytic leukemia (CLL) and mantle cell lymphoma
(MCL).
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11q21-24 is amplified in a subset of DLBCL. The aim of this study is
to identify genes mapped at 11q21->ter and deregulated in DLBCL.
Methods: Raw Affymetrix MAS5 expression data were obtained
from published lymphoma series (Shipp 2002;Klein,
2001–2003;Küppers, 2003;Savage, 2004) and individually imported in
GeneSpring. Chromosome 11q21->ter cytogenetic band-specific
probe lists were created. Genes were filtered for signal intensity and
for up- or down-regulation among samples. Genes were ranked
according to the number of conditions in which their expression
level was differentially expressed, using a t-test based deviation
from one with 0.2 -value cut-off. RNAwas extracted from lympho-
ma samples and cell lines, and from normal naïve, centrocytes, cen-
troblasts, and memory B cells obtained from 3 donors by cell sorting.
Real-time PCR was performed on an ABI-7000.
Results: Genes were shown to be differentially expressed in datasets:
MMP12, MMP1, MMP7 at 11q22;HTR3A and SORL1 at 11q23;FEZ1
at 11q24. Genes were validated on 10 DLBCL, 8 follicular lympho-
mas, 7 CLL, 2 MCL, and 14 cell lines, as well on normal B cells.
Metalloproteases were likely to be expressed by infiltrating non-lym-
phoma cells, while characteristic patterns of expression were obser-
ved for HTR3A and FEZ1. RNA and protein data will be presented.
Conclusions: The combination of expression and mapping allowed
the identification of candidate genes for B cell development and
lymphoma pathogenesis. We report the first evidence of two 11q
genes active also in normal and neoplastic B cells.
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